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Study on tissues culture system with somatic cell in Aechmea fasciatacv

XU Zao-shi, BO Ji-bao
(Institution of Anhui Forestry High-tech Development Center, Hefei 230001)

Abstract: The shoots and young leaves of Aechmea fasciatacv were used as cell culture material with MS
medium plus different concentration hormones. The results show that MS+BA1.0 mg-L™ + IBA 0.1 mg-L™ is the
best medium for shoots induction; MS+BA 0.2 mg-L™ +NAA 0.1 mg-L™ is the best medium for shoot propagation,
whereas 1/2MS+NAA 0.5 mg-L™ is suitable medium for roots induction. PCR amplification shows that genomic
DNA of regenerated plants is not obviously different from original Aechmea fasciatacv.
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gL, pH % 5.8~6.2. HiFRIEE A (2522)°C, IR
J¥ 1000~1500 Ix, JeHEIf[a % 14 hd™s
1.2 £ [F4H DNA HI3ZBLK PCR 18

CTAB VEIRHUER 4L, W& kR4 R
&P, PCR AR b 94°CHiASYE 3 min, KJ5 94
“CAZME 30s, 55°CiEk 30s, 72°C4EHH 60 s 35 Mk
WG, 72°CHEAH 5 min, ¥ H#4)5, HL 15 mL PCR f=
WIAT BN R FELYK, R

PCR 5|%: 5S rDNA #:[X PCR ¥ 845141 I
W51k ATCCTTTGCAGACGACTTGA, Rl
Wk: AGCTTGACTTCGCAGATCGG; PKK JL[H
PCR ¥ 1% L5140 : CTGCAGATCCGCAGAA

2 HERE5QM
21 MEFIFBER

W0k 3 55 1) el 2 AN AT 5 =, TR e
1A, FREERRSE 3~4 FR@Ms, KA R B
RIEFrAENEL, SRR, BN RS REK
FE e, X AR RO EIE N, AERARIK
BRI Ao R IR OU T, I T TR AN ZE LR Ik
FEXT HH 2F AR s T SR BE 41 o 3R
FHIGON, HOBIEHLFERITERG e T Rk
FEXTH ZE R AR /N s T-R 30 45 B o, MS+BAL.0
mg-L ™" +IBAO.1 mg-L™ < J3 (115 77 3 Y 2 e d i €

GAAATATG, Fiial¥k: GGGTATGAGCATG  1B), HILERFEMINFRAREZER (WL D.
TCAATTTCCTCCC.,
* 1 FTRMSESMHEE BHELNEE S BB (OMEAKRE n=30)
Table 1  Calli differentiation in different hormones
e 3 S A o o SRR AR
e gppmmwegm VIEEAOED s msims
. Calli number . ; Shoots number from Induced shoot ratio
MS medium plus hormones Shooting calli number cach callus

1.BA1.0+NAAO.1 42 4 15 9.52%

2.BA1.0+NAAO0.5 39 1 1.0 2.56%

3.BA1.0+NAA1.0 18 0 0.0 0

4 BA1.0+IBAO.1 40 22 2.8 55.00%

5.BA1.0+IBA0.5 36 9 0.9 25.00%

6.BA1.0+IBAL.0 21 2 15 9.52%

7.BA2.0+NAAO0.5 58 22 1.8 37.93%

8.BA2.0+NAA1.0 63 21 1.2 33.33%

9.BA2.0+NAA2.0 33 2 15 6.06%
10.BA2.0+IBA0.5 46 6 12 13.04%
11.BA2.0+IBA1.0 39 4 1.3 10.26%
12.BA2.0+IBA2.0 18 2 0.5 11.11%
13.BA3.0+NAAL1.0 24 2 0.5 8.33%
14.BA3.0+NAA1.5 64 8 14 12.50%
15.BA3.0+NAA3.0 30 0 0.0 0
16.BA3.0+IBA1.0 93 7 0.9 7.53%
17.BA3.0+IBALl.5 78 5 1.2 6.41%
18.BA3.0+IBA3.0 42 0 0.0 0
19.KT4.0+IAAL.0 44 10 1.8 22.73%
20.KT4.0+NAA1.0 10 0 0.0 0

s XS T ANRE ZF AR AT TR0 %5 - 4 SR IREE DIBINANE P ROBR S 7 S35 973 LT AN ZF AR 22 e AN B 3
4 5 5 H A A SRR IE I RN 2R 2 AT AR B . AR SRS MS, HobingiR 7 gLt R 25 gLt I M

WAL NaOH B HCI ¥ pH i %2 5.8~6.2 2 [

Note: T-test was used in ratio of shoot generation; induced shoots ratio is not significantly different between medium of number
4 and number 7. However, medium of number 4 is much better than the others.

2.2 EEIZFH
AN TR P )3 2 o A ZE BB S DU S R B, B

F AN 3 R R NZE SRR N, AR R H0E
BEHTRA (R D), B R W] MS+BA 0.2 mg-L™ +NAA
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Table 2 Relationship between shoots propagation and hormones concentration

BRI BRI IR RC L

ZEERFE$2(n=30) Calli number (n=30)

MS medium plus hormones

BIMNEE (xxs)
Average shoot number

AR
Growth situation

1.BA0.2+NAAO.1 22.53+2.09
2.BA0.5 +NAAOD.1 26.53+2.26
3.BA1.0 +NAAOD.1 3.93+1.21
4.BA0.2 +IBA0.2 12.3+1.30
5.BA0.5 +IBAOQ.2 16.8+1.88
6.BA1.0 +IBAO.2 3.03+0.91
7.BA0.5 +NAAL.0 3.97+1.08
8.BA1.0 +NAAL.0 3.3£0.94
9.BA2.0 +NAA1.0 2.13+0.72
10.BA0.5 +IBA1.0 0.47+0.67
11.BA1.0 +IBA1.0 1.03+1.05
12.BA2.0 +IBA1.0 1.33+1.27

MAEZERE, DB B
WAEZEARSS, B, B
20 HAEARSIR, RN @i f
W ABEIR, 2 WA B LIS

[BEIECRRCES A
SFRIMRL, RN R B
SRR, MRS, D ARIER
A ite, A g 2 KBR
etk
ahitk, JLTASLEE
itk
atite

W 2 TR, IR IR BL 5 H A & S B Rt A B R S e 22 S (P<<0.01).
Note: T-test results show that the shoots propagation number has significant difference between B1 medium and the others (P <<

0.01).
R 3 FEEKZERKEHESE RN
Table 3 Roots generation in different medium plus hormones
. MR A KR Roots growth situation e .
WIS — - [ ENHIERIS PN
Medium number iﬁ%WE*EE?}%/ % *EB/‘JEJKT?{R . Shoots Growth situation
Root generation ratio Roots growth situation
1 83.3 ANGERR 3~5 M, AR A KBNS, WA A
2 96.7 AGERR 5~8 #), AR AEACHERE, HhEDR, TR
3 73.3 AERAFL R IL A5 AR, RN
4 76.7 ANSERR TR Je AR, EAVR

1: 1/2 MS+NAAO.1; 2: 1/2 MS+NAAO.5; 3: 1/2MS+IBAO0.1; 4: 1/2MS+IBA0.2. n=30; 25 d M %¢45 11 n=30, observation for 25

days.

B. WAEHIAMLILE C. AR

o 2 Py

A FHREGAL,
D. JTAEHIH 2
A. Induced calli; B. Induced shoots; C. Induced roots; D. Flow-
ering stage
B 1 AR ESEES
Fiugre 1 Aechmea fasciatacv in different growth stages

2.3 HIRIESF

AR BB AERR R E MR B, B0l
TERAILL, 25 ZR AT RIF 4l I AS 2 #2172 e ()
1C). AEAR S A Es Sk FEE RN JHL AR KA D L 36
3.
24 BFEBH

W EMRES SR 30~40 d. FREK 1.5~25 cm. K
7~9 ecm P e TR ETOCATE 2 d, S
P EMEN 3d. BHE 7d N, MBS AN, 1§
HTH] AF G B i 90% /247 . 7~15 d B H i % 3~4 UK,
29 15 d B H B A) Bty , B8 ARG 314 95% LA
o FEHTARA H RIAT R NI IR, 2 2 4ERI
A (B 1D).
25 BEEBIPCRAOTETE

5srDNA J (K )iz F 1 W Rl 4r 25 1) 43 7 b



39 % 1 4]

VRRLIN A OB g 8 AR A0 AR AR R IS 119

_La [8-10]

» KH 5 rDNA 514, X AR i A AR i
AT PCR 41, BENLPRIL O BRFFAE T 15 2 AR
JRAHT I, A R & KN —8L W
EHE TR Z R4 (B 2A), WoRfiEd
FOG R R0 B AT R I 22500 . R T 3E— 2D AE s
WEFTHI T SErE, §78 T PPK JER, PPK & —MK%
DURZIE DR, gmid s B A IR e, T e A1
P AR PR, AEANTR] 3% 8 R, JEERT K
AN TR A, T B R A 250, R
FERIH) 5 14T PCR 4738, 45 R Womi A v 5 ik
W LE R —3 (K 2B). R4 25573
(2B A 8 8 o AR A AR SR R Y, B s
BESERE, AT — M R0 AT B

WT Regenerated plants

:‘1‘-*O------“

WT: Bf4:%4; Regenerated plants: P41, A. 5 s rDNA 1)
PCR ¥ #i74); B. PPK JL[H[¥) PCR 4 374
WT: Wild type; Regenerated plants: Plants regenerated from
calli. A. PCR products of 5 s rDNA; B. PCR products of PPK
2 FEEEMBEHEREER PCR 18
Figure 2 PCR amplification of genomic DNA between
original plant and regenerated plants
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